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CAT FO

-Black and tan w/ gray
-No collar

-Male

-Not friendly!! I think he might be scared!
-Not house broken!!

-Found @ 27" & A1A 711 b

dumpster
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ZYGAENID MOTHS OF AUSTRALIA

11. Frons very broad, more than 2.5x broader than
compound eye in frontal view; wings short,
hindwing broad, rounded, thorax dark
dorsally with well separated shiny patagia
forming a conspicuous collar that is in strong
contrast to the shiny blue or bluish green
o R SRR SRR R 12

—  Frons less than 2.5x broader than compound
eye in frontal view, hindwing more slender,
elongate quadrangular or triangular, thorax
without collar or with a collar that is not in
strong contrast to the shiny scales on the
upperside of the abdomen ............ 13

12. Collar reddish, forewing upperside sprinkled
with single white scales (Pl, 30). Aedeagus less
than 3x longer than broad P. cyanota (p. 104)

- Collar golden, forewing upperside not sprinkled
with white scales (PL 31, Fig. 1). Aedeagus ca.
5x longer than broad P. isolatus sp. n. (p. 105)

13. Forewing upperside with variable whitish
ochreous spots (that may be completely
absent); underside of wings always with three
streaks of metallic golden green scales along
costa of forewing and hindwing (both more
or less of equal length) and at anal angle of
hindwing (P1. 11) P. trimacula (p. 84

Forewing
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17. Patagia, anterior part of tegulae, 20-30% of
anterior part of thorax and dorsal part of
abdomen shiny metallic copper, the sheen
not very intensive; forewing very opaque,
hindwing translucent medially, both in
strong contrast, (Pl. 17). Forewing length
7.0-7.5 mm. From central-eastern New
South Wales to south-eastern Queensland ..

............... P. contrastus sp. n. (p.91)

- Patagia, anterior part of tegulae and dorsal part
of abdomen strongly shiny metallic ... .. 18

18. Patagia and tegulae covered with yellowish
green, shiny metallic scales tinged with light
blue, abdomen shiny metallic bluish tinged
with yellowish green dorsally; forewing
narrow, subtriangular, hindwing slightly
translucent medially (Pl. 19). Forewing
length 6.0 mm (only male type known).
Known only from Eungella (central-eastern
Queensland) .. ... P. eungellae sp. n. (p. 94)

~  Patagia, anterior half of tegulae, anterior margin
of dorsal mesothorax and dorsal abominal
segments 3 to 8 shiny metallic golden; forewing
round elongate, opaque, hindwing very

translucent medially (P1. 21). Forewing length

7.0-7.5 mm. Coastal regions of north-casterr
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[TJOLATILHARA TAKC ORIV HECKAAMRNLIMATABA

Mouck Q
25 KonBeHuUMs 0
6MONOrM4eCcKOM PasHoobpasuu
nET COXPAHEHME XXHW3HW HA 3EMNE
KonBeHuus  KaprtaxeHckuin npotokon  Haroickuit npotokon  [Nporpammel  WHdgopmauyus  CekpeTapuat

mobanbHas

TaKCOHOMUWYeCKan

NHULIMaTuBa

About Global Taxonomy Initiative

YT0 TaKoe TaKCOHOMMUA?
Why is Taxonomy Important?
What is the Problem?

What Needs to be Done?
Programme

Background

Pewenua KC

Programme of Work
Taxonomic Needs
Implementation

Partners

Coordination Mechanism
GTI National Focal Points
Biodiversity Information Systems

Taxonomic Tools

‘ > Mporpammbl > TNobanbHas TaKCOHOMMYECKAR MHHLUMAETHEE

MobGanbHasa TakcoOHOMMUYecKas nWHUUMnaTuBa

OneKkTpoHHas kHura no MU

Cexperapwar C y40BneTBopeHNeM COODLLAET 0 BoIXOAE B CBET 3NeKTPOHHOIM KHMMM KenT
O3euc u Anexca bopuceHsrko no 'Y nog Hazeanvewm Introduction to Access and Benefit-
Sharing and the Nagoya Protocol: What DNA Barcoding Researchers Need to Know
(«Bsenexune B BONPOCHI AOCTYNA K FTEHETUYECKUM pecypcam i COBMECTHOTO MCNONL30BaHUA
BbIro4 w Haroickoro NpoToKona: YTo A0MKHE! 3HaTh MCCNenoBaTeny 8 odnacTu WTpux-
K0aMpoBaHuA OHK»), ¢ KOTOPON MOXHO 03HAKOMUTLCR Ha Bed-canTe Advanced Books (7
nexkabpr 2017 roga; hitps://doi.org/10.3897/ab.e22579)

3AMPY3UTHL

YyebHble Kypchkl no MobanbHoi TakCOHOMUYECKO
WHUUMaTUBE B pasBuBawLLmnxcs ctpaHax B 2018 roay
B yeegomnenuut 2017-021 (en) CTopoHs! 1 Habnogatenu Obiny 0NoBeLeHL! O NPoBeaeHMN

8 2018 rogy 11 yuedHbix KypcoB no cTaHaapty GTI-DNA-tech, uHd@opMaUmMA (en) 0 KOTOPsIX
NpUBOANTCA B Tadnuue Hke.

Global
Taxonomy
Initiative

Norotun I'TU (jpg u eps)
ONA 3arpy3ku

Cipana HazBauwe npoexta PDF

CozaaHMe HaUMOHANLHEIX ¥ PETMOHANEHLIX CETER No \
Benapycst u W3YYEHWMIO YYKEPOOHLIX BMAOE C npumeHeHuen OHK- ;
Mongoga TEXHOMOTMI B KaYecTse 3MMEKTUEHOrO UHCTPYMEHTA ANA

YCTPAHEHWA TAaKCOHOMUYECKUX NPENATCTEMMA
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Biological identifications through DNA barcodes

Paul D. N. Hebert", Alina Cywinska, Shelley L. Ball
and Jeremy R. deWaard
Department of Zoology, University of Guelph, Guelph, Ontario N1G 2W1, Canada

Although much biological research depends upon species diagnoses, taxonomic expertise is collapsing.
We are convinced that the sole prospect for a sustainable identification capability lies in the construction
of systems that employ DNA sequences as taxon ‘barcodes’. We establish that the mitochondrial gene
cytochrome ¢ oxidase I (COI) can serve as the core of a global bioidentification system for animals. First,
we demonstrate that COI profiles, derived from the low-density sampling of higher taxonomic categories,
ordinarily assign newly analysed taxa to the appropriate phylum or order. Second, we demonstrate that
species-level assignments can be obtained by creating comprehensive COI profiles. A model COI profile,
based upon the analysis of a single individual from each of 200 closely allied species of lepidopterans, was
100% successfulin correctly identifying subsequent specimens. When fully developed, a COI identification
system will provide a reliable, cost-effective and accessible solution to the current problem of species
identificarion. Its assembly will also generate important new insights into the diversification of life and
the rules »f mo. e :uiar evolution.

Keyworus: molecular taxonomy; mitochondrial DNA; animals; insects; sequence diversity; evolution
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